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5' -GTCU|CTU|CACU|U|GGCCAAAU|GTAA (SEQ ID NO:4) 
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5' -GTC|TC|TTCAC|TTGGC|C jAAATGTAA (SEQ ID NO:5) 
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CHvage par NH40H de GTCTCTTCACTTGGCCAAATGTAA 
Matrtce HPA mode positlf sur anchortaget400 
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Figure 4 



basic sequence: 

5 ' -TTCACTTGGCCAAATGT^AAGNGAAGAACAGAGTC- 3 ' (SEQ ID NO:6) 

complementary template sequences: (SEQ ID NO:7) 
3 ' -AAGTGAACCGGTTTACATTCCCTTCTTGTCTCAG-5 ' G template 
3 ' -AAGTGAACCGGTTTACATTCGCTTCTTGTCTCAG-5 • C template 
3 ' -AAGTGAACCGGTTTACATTCTCTTCTTGTCTCAG-5 ' A template 

primer sequence: 

5 ' -TTCACTTGGCCAAATGT R,I, *AAG- 3 • (SEQ ID NO: 8) 

sequences after extension and before cleavage: (SEQ ID NO:9) 
5' -TTCACTTGGCCAAATGT^AAGG TOA G RNA AAG RNA AACAG wa AG wa TC-3' N - G 
5 ' -TTCACTTGGCGAAATGT^AAGCG^AAG tWA AACAG RNA AG RHA TC- 3 ' N - C 
5 ' -TTCACTTGGCCAAATGT RNA AAGAG RNA AAG RNA AACAG RNA AG RHA TC- 3 ' N = A 



Fragments after cleavage: 

AAGG RHA G™* AAG«»* AACAG«» AG™* TC Fragments for N = G 
AAGCG™ AAG«* A AACAG RNA AG 10 "* TC Fragments for N — C 
AAGAG RHA AAG- A AACAG raA AG RNA TC Fragments f or K » A 

Signals that differ: 
AAGG* 1 * f or N - G = 1319 Da 
AAGCG"* for N - C - 1633 Da 
AAGAG 8 "* for N = A - 1609 Da 

Signals that are the same: 
AACAG RHA = 1593 Da 
AAG raA = 990 Da 



